Summary Twenty-four novel cosmid clones were cloned and mapped on the human Y chromosome using a panel consisting of DNA from seven individuals each having a different segment of the Y chromosome. Eight were assigned to the short arm, 15 to the long arm and 1 to the both short and long arms.
INTRODUCTION
Deletion mapping of the Y chromosome has seen significant progress in the past 2 years (Nakahori et al., 1991; Bardoni et al., 1991) . The latest one identified 43 intervals within the non-fluorescent segment of the Y chromosome using STSs (sequence-tagged sites, Vollrath et al., 1992) . On the other hand, cosmid clones are useful for in situ hybridization in the analysis of structurally abnormal Y chromosomes.
We have successfully mapped 24 novel cosmid clones, 8 were assigned to the S. NAGAFUCH1 et al.
short arm, 15 to the long arm and l to both short and long arms of the Y chromosome.
MATERIAL AND METHODS
General procedures for molecular cloning are according to Sambrock et al. (1989) . The cosmid library had been constructed from a human Chinese hamster hybrid cell line R244-3A which has a intact human chromosome 11 and a nonfluorescent human Y chromosome. The isolation of the hybrid cell line and construction of a cosmid library were described by Tokino et al. (1991) .
The DNA used for the Y chromosome mapping panel were prepared from the established cell lines of clinical samples previously reported by Nakahori et al. (1991) . The cell line 1411 was added in the panel because it has a small interstitial deletion different from others (Nagafuchi et al., submitted). The Southern hybridization were carried out under the existence of excessive human placental DNA to decrease the back ground due to repetitive sequences (Litt and White, 1985) .
RESULTS
The library was screened with radio-labeled total human DNA to find out the cosmids harboring human inserts. Among 3,500 positive clones, 130 clones were randomly picked up. Each cosmid DNA was radio-labeled and used as probes for the hybridization with genomic DNA prepared from normal human males and females. For the first stage, 36 clones showed the differences between males and females. After excluding the overlapping clones and clones showing autosomal RFLPs, 24 independent cosmids revealed male specific hybridization pattern.
To determine the Y-chromosome localization of these cosmids we have performed the Southern hybridization to a Y-chromosome mapping panel. The location of cosmid clones on the Y chromosome is shown in Fig. 1 with the orders of the DNA markers we have previously reported. Among 24 cosmids, 8 are assigned to the short arm and 15 to the long arm and 1 (CTBP10) to both short and long arms. None of the clones was derived from heterochromatic region. 
